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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 



ti) applicant: Michael Wayne Graham, et al. 



10 



ii) TITLE OF INVENTION: Synthetic genes and genetic 

con/truct9 comprising same I 



15 



20 



iii) NUMBER OF SEQUENCES : /lO 
(iv) CORRESPONDENCE ADDRESS : 

(A) addressee: rfcully, Scott, Murphy & Presser 

O) street : 4 $ Garden City Plaza 

to city: . Garden City 

(D) STATE: /New York 

(E) country/ USA 

(F) ZIP : / H530 
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(v) COMPUTER READABLE FORM : 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) o/eRATING SYSTEM : PC-DOS/MS-DOS 

(D) /oFTWARE: Patent In Release #1.0. Vergion #1.25 



(vi) CURRENT APPLICATION DATA: 
(Aft APPLICATION NUMBER: 

30 fJL) filing date: June 19, 1998 

(viii) Attorney/agent information: 

(A) name: Frank S, DiGiglio 

35 (ix/ TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE : (516) 742-4343 

(B) TELEFAX: (516) 742-4366 

(C) TELEX: 



AO 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 3 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS ; single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: DNA 
(xi) SEQUENCE DESCRIPTION: 



o 
o 

m 



fn 



CGGCAGATCT AACAATGGCA GGACAAATCG AGTACATC 



15 (2) INFORMATION FOR SEQ ID /NO : 2 : 



Rj (i) SEQUENCE CHARACTERISTICS: 

l_ (A) LENGTH: 3l/base pairs 

^ (B) TYPE: nuclfeic acid 

y, 20 (C) STRANDEDNESS: single 

*S (D) TOPOLOGY/: linear 



(ii) MOLECULE TYPE: DNA 



25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 



CCCGGGATCC TCGAAA*AAT CGTACCACTT C 



30 
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(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) fTYPE: nucleic acid 

(C) / STRANDEDNESS : single 
(DM TOPOLOGY: linear 



(ii) MOLECULE TYPE: DNA 



40 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO;3: 



GGGCGGATCC TTAGAAAGAA TCGTACCAC 



..ft 

Q 
O 
3? 



5 (2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2B base pairs 

(B) TYPE: nucleic acid 
10 (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

Ui) MOLECULE TYPE: DNA 
15 (xi) SEQUENCE DESCRIPTION: SEQ ID 

CGGCAGATCT GGACAAATCG AGTACATC 
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(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 
(AJ LENGTH; 26 base paix 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: sing" 



(ii) MOLECULE TYPE: DNA 



30 



(xi) SEQUENCE DESCRIPTIO^ : SEQ ID NO : 5 
AGATCTGTAA ACGGCCACAA GTTC 



(2) INFORMATION FOR SEQ TO NO: 6: 



35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2K base pairs 

(B) TYPE: nudleic acid 
{C) STRANDEDNESS: single 
(D) TOPOLOCyr: linear 
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• Eg 
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(ii) MOLECULE TYPE: DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

5 GGATCCTTGT ACAGCTCGTC CATGCC 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 74 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



q 15 (ii) MOLECULE TYPE: DNA 

fU ( X i) SEQUENCE DESCRIPTION : SEQ ID Ntf:7: 

0 ~*~~Jr*™^rvn TTrtr.TTTTTT fiTGTGATTTT 60 



GTCGACAATA AAATATCTTT ATTTTCATTA CATc/gTGTG TTGGTTTTTT GTGTGATTTT 



U 20 

TGCAAAAGCC TAGG 



(2) INFORMATION FOR SEQ ID NO : B : 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 base piirs 

(B) TYPE: nucleic acid 

( C) STRANDEDNESS : S ingle 

(D) TOPOLOGY: linear 

30 

(ii) MOLECULE TYPE: DN* 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 
35 GTCGACGTTT AGAGCAGAAG TAJlCACTTCC G 31 
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(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inea r 



u 



o 

01 

In 
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(ii) MOLECULE TYPE: DNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 
CCCGGGGCTT AGTGTAAAAC AGGCTGAGAG 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 base pairs 

(B) TYPE: nuclfeic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MGLEuuLE TYrc*: uni* 
(Xi) SEQUENCE ° DESCRIPTION : SjBQ 



CCCGGGCAAA TCCCAGTCAT TTCTTAGAAA C 
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